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LOCUS       AY289713                1236 bp    DNA     linear   PLN 08-DEC-2004
DEFINITION  Kluyveromyces thermotolerans glycerol 3-P dehydrogenase (GPD)
            genes, complete cds.
ACCESSION   AY289713
VERSION     AY289713.1  GI:31323263
KEYWORDS    .
SOURCE      Kluyveromyces thermotolerans
  ORGANISM  Kluyveromyces thermotolerans (​http:​/​​/​www.ncbi.nlm.nih.gov​/​Taxonomy​/​Browser​/​wwwtax.cgi?id=4916​)
            Eukaryota; Fungi; Ascomycota; Saccharomycotina; Saccharomycetes;
            Saccharomycetales; Saccharomycetaceae; Kluyveromyces.
REFERENCE   1  (bases 1 to 1236)
  AUTHORS   Neves,L., Oliveira,R. and Lucas,C.
  TITLE     Yeast orthologues associated with glycerol transport and metabolism
  JOURNAL   FEMS Yeast Res. 5 (1), 51-62 (2004)
   PUBMED   15381122 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​utils​/​qmap.cgi?uid=15381122&form=6&db=m&Dopt=r​)
REFERENCE   2  (bases 1 to 1236)
  AUTHORS   Neves,L., Oliveira,R. and Lucas,C.
  TITLE     Direct Submission
  JOURNAL   Submitted (02-MAY-2003) Biologia, Universidade do Minho, Campus de
            Gualtar, Braga 4710-057, Portugal
FEATURES             Location/Qualifiers
     source          1..1236
                     /organism="Kluyveromyces thermotolerans"
                     /mol_type="genomic DNA"
                     /strain="CBS 137"
                     /db_xref="taxon:4916 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​Taxonomy​/​Browser​/​wwwtax.cgi?id=4916​)"
     gene (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=31323263&itemID=5&view=gbwithparts​)            <1..>1236
                     /gene="GPD"
                     /note="KtGPD"
     mRNA (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=31323263&itemID=3&view=gbwithparts​)            <1..>1236
                     /gene="GPD"
                     /product="glycerol 3-P dehydrogenase"
     CDS (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=31323263&itemID=1&view=gbwithparts​)             1..1236
                     /gene="GPD"
                     /codon_start=1
                     /product="glycerol 3-P dehydrogenase"
                     /protein_id="AAP44104.1 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=AAP44104.1​)"
                     /db_xref="GI:31323264"
                     /translation="MFSISRITRTSSFTTQFRALYRFKHSARKLQSIPFSIYKKMSAA
                     DRLNQTHDILSESVQAVENPFKVTVIGSGNWGTTISKVVAENAALRPHLFVKRVDMWV
                     FEETVDGQKLTEIINTKHQNVKYLPNIDLPENLVANPDLVSAVKDADILVFNIPHQFL
                     PRIVSQLQGNIKKDARAISCLKGFDVSKDGVKLLSTYVTEKLGITCGALSGANLAPEV
                     AKENWSETTVAYELPKDFKGEGKDVDHAVLKALFHRPYFHVNVIDDVAGISVAGALKN
                     VVALGCGFVEGLGWGNNASAAIQRVGLGEIIKFGQMFFPDSRVETYYQESAGVADLIT
                     TCSGGRNVRVATHMAKTGKSAEECEKELLNGQSAQVFTHVRRSTSGWPSAVRPMNSFC
                     SRPFTRLSTRTLLWTLCQT"
     mRNA (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=31323263&itemID=4&view=gbwithparts​)            <121..>1236
                     /gene="GPD"
                     /product="glycerol 3-P dehydrogenase"
     CDS (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=31323263&itemID=2&view=gbwithparts​)             121..1236
                     /gene="GPD"
                     /codon_start=1
                     /product="glycerol 3-P dehydrogenase"
                     /protein_id="AAP44105.1 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=AAP44105.1​)"
                     /db_xref="GI:31323265"
                     /translation="MSAADRLNQTHDILSESVQAVENPFKVTVIGSGNWGTTISKVVA
                     ENAALRPHLFVKRVDMWVFEETVDGQKLTEIINTKHQNVKYLPNIDLPENLVANPDLV
                     SAVKDADILVFNIPHQFLPRIVSQLQGNIKKDARAISCLKGFDVSKDGVKLLSTYVTE
                     KLGITCGALSGANLAPEVAKENWSETTVAYELPKDFKGEGKDVDHAVLKALFHRPYFH
                     VNVIDDVAGISVAGALKNVVALGCGFVEGLGWGNNASAAIQRVGLGEIIKFGQMFFPD
                     SRVETYYQESAGVADLITTCSGGRNVRVATHMAKTGKSAEECEKELLNGQSAQVFTHV
                     RRSTSGWPSAVRPMNSFCSRPFTRLSTRTLLWTLCQT"
ORIGIN      
        1 atgttttcaa tctccagaat cactagaact tctagtttca ctacacagtt tagagcgcta
       61 taccgtttta aacactcagc aaggaaactc cagagcatcc ctttcagcat atacaagaaa
      121 atgtccgctg ccgacagact gaatcagacc cacgacatcc tatccgaatc cgtgcaagcc
      181 gtggaaaacc ctttcaaagt caccgtgatt gggtccggta actggggtac caccatctcc
      241 aaggttgtgg ccgagaacgc tgcgctaaga ccacacttgt tcgtcaagcg tgtcgacatg
      301 tgggtgtttg aggagaccgt cgacggccag aagttgaccg agatcatcaa caccaagcac
      361 cagaacgtca agtacctgcc taacatcgac ctgccagaga acctggtcgc caacccagac
      421 ttggtctctg ccgtcaagga cgccgacatc ctggtcttca acatccctca ccagttcttg
      481 ccacgcattg tctcccagtt gcagggcaac atcaagaagg acgcccgtgc catctcctgt
      541 ttgaagggtt tcgacgtgtc caaggacggt gtcaagctgc tatccaccta cgtcaccgag
      601 aagctcggaa tcacctgtgg tgccctttcc ggtgctaact tggccccaga ggttgccaag
      661 gagaactggt ccgagaccac tgttgcctac gagttgccaa aggacttcaa gggcgagggc
      721 aaggacgtcg accacgccgt cttgaaggct ttgttccaca gaccatactt ccacgtcaac
      781 gtcattgacg atgtcgctgg tatctctgtt gccggtgcct tgaagaacgt tgtcgctcta
      841 ggttgcggtt tcgtcgaggg tctaggctgg ggtaacaacg cctccgctgc catccagaga
      901 gttggtttgg gtgagatcat caagttcggt cagatgttct tcccagactc ccgtgtcgag
      961 acctactacc aggagtccgc cggtgttgct gacttgatca ccacctgctc tggtggtaga
     1021 aacgtcagag tcgccaccca catggccaag actggtaagt ctgccgagga gtgcgagaag
     1081 gagctgttga acggccagtc cgcccaggta ttcacacatg taaggaggtc cacgagtggt
     1141 tggccgagtg cggtaagacc gatgaattcg ttctgttcga ggccgtttac cagattgtct
     1201 acgagaacgc tcctatggac actttgccag acatga

